Amendments to the Specification : 
Amend the Title as follows. 

ENTEROCOCCAL VIRULENCE FACTORS PHOTOLYASE NUCLEIC ACIDS 

Amend the paragraph beginning at page 11, line 6, as follows. 

Figure 15B shows the nucleic acid sequence of ORF1 (SEP ID NO:32) . 

Amend the paragraph beginning at page 1 1, line 8, as follows. 

Figure 15D shows the nucleic acid sequence of ORF2 (SEP ID NO:33) . 

Amend the paragraph beginning at page 11, line 10, as follows. 
Figure 15F shows the nucleic acid sequence of ORF3 (SEP ID NO:34) . 

Amend the paragraph beginning at page 11, line 12, as follows. 
Figure 1 5H shows the nucleic acid sequence of ORF4 (SEP ID NO:35) . 

Amend the paragraph beginning at page 11, line 14, as follows. 
Figure 15J shows the nucleic acid sequence of PRF5 (SEP ID NP:36\ 
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Amend the paragraph beginning at page 1 1, line 16, as follows. 
Figure 15L shows the nucleic acid sequence of ORF6 (SEP ID NO:37> 



Amend the paragraph beginning at page 1 1, line 18, as follows. 
Figure 15N shows the nucleic acid sequence of ORF7 (SEP ID NO:38) . 

Amend the paragraph beginning at page 1 1 , line 20, as follows. 
Figure 15P shows the nucleic acid sequence of PRF8 (SEP ID NP:39) . 

Amend the paragraph beginning at page 13, line 9, as follows. 

Strain V583 is a vancomycin-resistant clinical isolate of E. faecalis. It was first 
described in the late 1980's when vancomycin resistance emerged as a problem among 
Enterococcal infections. The genome of E. faecalis strain V583 is currently being 
sequenced by TIGR (The Institute for Genomic Research). The sequence is publicly 
available at (http ://ftp . tigr . org/ tdb/mdb/mdb . html) tigr.org . 

Replace the current Sequence Listing with the Sequence Listing included with the 
concurrently filed Statement under 37 C.F.R. § 1.821. 
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